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DA DANG DI TRUYEN CUA TUYEN TRUNG Caenorhabditis briggsae
G TINH NINH BINH, PONG NAI VA LAM DONG, VIET NAM

Lé Tho Son"’, Ha Bich Hong', Buii Thi Mai Hwong', Nguyén Thi Thu'
" Truwong Pai hoc Lam nghiép

TOM TAT

Caenorhabditis briggsae 1 mot trong sé cac loai tuyén tring ludng tinh va ty thy tinh trong. Loai nay 1a muc
tiéu mo ta trong chudi nghién ctru da dang cua giéng Caenorhabditis & nhitng khu bao ton thién nhién. Nghién
clru nay trinh bay két qua phén lap, nudi ciy va mé ta phén tir cua loai C. briggsae phan bd & Vuon Qubc gia
Cat Tién (tinh Pong Nai va Lam Ddng) va Cic Phuong (tinh Ninh Binh) cia Viét Nam. Két qua nghién ctru
da phan 1ap va nuéi cdy nhan tao dugc 17 chung C. briggsae thu tir Vuon Qubc gia Cat Tién va 10 chung thu
tir Vuon Quéc gia Ciac Phuong. Do twong ddng phén tir cua trinh ty 18S rDNA giita cac chung giao dong tir
99,53% dén 100% so voi dbi chimg C. briggsae AF16. Két qua nay cho thiy tiém nang da dang cao cua loai
tuyén tring C. briggsae & Viét Nam. Tiép theo, chung toi huéng t6i st dung cac chung tuyén tring C.
briggsae tir hai Vuon dé nghién ctru mbi quan hé ciu tric gen va tinh da hinh tinh trang néi chung.
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SUMMARY

Caenorhabditis briggsae is hermaphroditic nematode species. This species is targeted in the biodiversity
research of the nematode genus Caenorhabditis in ecological systems of national parks. In this research, we
conducted the isolation, cultivation and genetic diversity of the nematode C. briggsae from Cuc Phuong and
Cat Tien National Parks in Vietnam. In the results, we successfully found 17 new C. briggsae strains in Cat
Tien while 10 in Cuc Phuong. The analyses of thel8S rDNA sequences presented the identities of 99.53% to
100% to the control C. briggsae AF16. This indicated the rich biodiversity of C. briggsae in the ecological
systems within national parks. In the future, we possively use the numerous strains for the trait-to-genetics
diversity within.
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