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TOM TAT

Ciy Uoi (Scaphium macropodum (Miq)) 1a loai cdy da tac dung, sinh
truong nhanh va rat c¢é gia tri & Viét Nam. Tuy nhién, viéc khai thac cay
Uoi bang hinh thiic chat canh dang phd bién hién nay khién cho loai nay
ding trude nguy co bi de doa. Trong nghién ctiru nay, ching tdi s dung chi
thi ITS dé danh gia da dang di truyén cua 25 cay troi Uoi duoc thu thap tir
cac tinh Quang Nam, Quang Ngéi va Thira Thién Hué. Két qua cho thay
trinh tu nucleotide gen ITS cua cdc mau nghién ciru ¢6 sy tuong dong cao
tir 94,01% dén 94,46% khi so véi mau tham chiéu Scaphium lychnophorum
AY083663.1. Muc d6 twong dong di truyén vé trinh tu nucleotide gen 1TS
ciia cac mau Uoi nghién ctu rat cao tir 97,96% dén 99,85%. Dya vao cay
quan hé phét sinh, 25 cay troi Uoi trong nghién ciru va mau tham chiéu
dugc chia lam hai nhém chinh. Két qua nghién ciru nay cung cap thém co
s& khoa hoc cho viéc khai théac hop ly dong thai gan véi viéc bao ton ngudn
gen loai cdy ban dia quan trong nay.

Genetic diversity assessment and genetic resources indentification of
(Scaphium macropodum (Miq) using moleculer markers

Scaphium macropodum is a multi-purpose species that grows fast and is
very valuable in Vietnam. However, the exploitation of this species by
cutting branches is popular at present, triggering this species for being in
danger of being threatened. Therefore, in this study, we have used the ITS
marker to sequencing and have identified 25 sequence segments of 25 leaf
samples of S. macropodum collected from Quang Nam, Quang Ngai and
Thua Thien Hue provinces that have similarities in the range from 94.01%
to 94.46% with reference sample AY083663.1 Scaphium lychnophorum. At
the same time, research results have also determined that the genetic
similarity of the nucleotide sequence of the samples is very high (ranging
from 97.96 - 99.85%). Based on the phylogenetic tree, 25 S. macropodum
samples in the study and the reference sample were divided into two main
groups. The results of this study are very important for the proper
exploitation and the conservation of the genetic resources of this important
indigenous plant species as well.

13



